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Enthought

Canopy

Enthought Canopy is a
comprehensive Python
analysis environment

't includes a Python
distribution with over
100 packages to install

The analysis
environment features an
editor, package
manager, and
document browser
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Explore.

Develop. A

Visualize. il
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Get Canopy &

What's in it for you?

Scientists and Engineers
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Can get an academic For Degree Granting Institutions

Enthought offers free use of Canopy and EPD to students and staff at degree-granting institutions, including high schools, undergraduate colleges and univ
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Canaopy Overview Features Compare Subscriptions Canopy Package Index FAQ
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Request your Academic License

DUGHT PRODUCTS SERVICES COMPANY CONTACT

Download & Install

'You can request an academic licenseigel F ac

account.

If you donthave one, e

Pick your flavor

try Ca n O py EXp reSS Windows 32-bit - 64bit@ Have questions?
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Far questions or feedback about Enthought Canopy,
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Need help with installation or usage?
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+ Installation Help for Windows &
e User Guide &
o Compare Canopy and EPD subscription levels

+ Enthought Knowledge Base &

Select your platform &
U r r m Account benefits
start the download el

Enthought account:

o t-click package updates through Canopy's Package

Manager

¢ Webinars, tutorials and video demos.
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@ Welcome to Canopy ._ - @ﬂu

| Eile | Edit Tools Window Help

Sta rt Ca n O py ? Hi Joey, welcome to Canopy!

CANOPY Logged in as d99b48001@ntu.edu.tw. Logout.

Happy Programming!
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@ Editor - Canopy [ @] =]
Fle Edit View Search Run Tools Window Help
L=
Eython CMUsersilosy X S
Welcome to Canopy's interactive data-analysis environment! = Editar Package I'-'Ianager Doe Browser
with pylab-backen to: gt
Type '?' for mor mation.
In [1]:
Recent files

Console & Editor

Restore previous session G

test.py
draw.py

figure_demo.vl.py
' ipython-script.pyw

Select files from your computer

D: You can also drag and drop files/tabs here

Open an existing file —3

m
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Now you can access
OUF COUTSE V\/GbSlte & by Hsuan-Cheng Huang at National Yang-Ming University
start to solve the N

. o BB P L1012 TR 24
problem list R
o SEEEARR . REBEEHA
o FEEENT  JEMTE) (R
o HHERE | EER R Python B Perl fE =k W ER ST FEEVETE
o EEER . BEET R VR EAENEHAE B TR R R A SRR S e
o HhEEE  (Python) B3R ntu joey@agmail.com (Perl) #:22EF auymle@amail.com
What's New

Print all problems | Announcements All classes

Feedback

The first class is scheduled for Tuesday July 16th.

Num  Title XP Cost Due Date Questions Solutions
WARNING | o 1 tmman
2 0 " +R 17,2013 -

Do not click on“Leave” | - o emman
button unless you are 5 L *
REALLY sure about : o |+ ervan |

dropping the course!

+H19, 2013 L

http://rosalind.info/classes/68/



http://rosalind.info/classes/68/

. Jbwe N BT Sl oo ol N s == =
. /M Y#E (1) - ntujos. % | i courses:start [Huan x | [ Bioinformatics Proc % | (3 ROSALIND | Proble %/ € ROSALIND | Installii x '
Xe rC | S e . €« (| rEJrsf;Iindinfojprrobrle-wws}’}-{iLf?]:lass;és - - G):@Q & a »El M | q] f 6 =

: ~ ;
Installing Python | R340
Installing Python

Read the background robler 1 @ Bioinformatios P o ors
ropiem iomnrormatics Frogramming (o
knowledge & the

+——F 8, 2012, 242am b:-,' Rosalind Team TDPiCS |an0dUElOI"y Exercises ngramming
problem information

b
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Why Python'? click to collapse

Rosalind problems can be solved using any programming language. Our language of choice is Python. Why?
Because it's simple, powerful, and even funny. You'll see what we mean.

If you dan't already have Python software, please download and install the appropriate version for your platform
(Windows, Linux or Mac OS X). Please install Python of version 2.x (not 3.x) — it has more libraries support and many
well-written guides.

Feedback

After completing installation, launch IDLE (default Python development environment; it's usually installed with Python,
however you may need to install it separately on Linux).

You'll see a window containing three arrows, like so: L

3>
The three arrows are Python's way of saying that it is ready to serve your every need. You are in interactive mode,
meaning that any command you type will run immediately. Try typing 1+1 and see what happens.

Of course, to become a Rosalind pro, you will need to write programs having more than one line. So select File —
New Window from the IDLE menu. You can now type code as you would into a text editor. For example, type the
following:

print "Hello, World!"

Select File — Save to save your creation with an appropriate name (2.9., hello.py ).
To run your program, select Run — Run Module. You'll see the result in the interactive mode window (Python Shell).

Congratulations! You just ran your first program in Python!
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L) ab

testpy (£ Python Clsersiloey X
M 1 import this Welcome to Cancpy's interactive data-analysis environment! o
rO ra I l l I I | | I l with pylab-backend set to: qt
Type '?' for more information.

In [1]: import this
The Zen of Python, by Tim Peters

Start up your Canopy

Explicit is better than implicit.
Simple is better than complex.
a n d h ave fu n Complex is better than complicated.
Flat is better than nested.
Sparse is better than dense.
Readability counts.
Special cases aren't special enough to break the rules.
Although practicality beats purity.
Errors should never pass silently.
Unless explicitly silenced.
In the face of ambiguity, refuse the temptation to guess.
There should be one-- and preferably only one --obvious way to do it.
Although that way may not be obvious at first unless you're Dutch.
Now is better than never.
Although never is often better than *right* now.
If the implementation is hard to explain, it's a bad idea.
If the implementation is easy to explain, it may be a good idea.
Namespaces are one honking great idea -- let's do more of those!
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In [2]:

Cursorpos  1:12 1




Submit your
answer

You may also ask a
question by clicking
on the “Questions”
button

Finally, download the
problem dataset and
submit your answer
output & source code
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Problem
After downloading and installing Python, type impert this into the Python command line and see what happens. Then,
click the "Download dataset” button below and copy the Zen of Python into the space provided.
EZEIED vou have 3 minutes and 46 seconds to upload the answer
Download current
Upload Your Answer
Either upload a text file cantaining your answer below, or simply paste Questions
your answer in this field.
/ -
Q
©
Eel
Copy your answer here: E
Although that way may not be obvious at first unless youTe Dutch: .~ K
'S
Now is better than never.
Althaugh never is often better than *right™ now.
If the implementation is hard to explain, it's a bad idea. E|
If the implementation is easy to explain, it may be a good idea. B
Mamespaces are one honking great idea — let's do more of those! P
Or just attach a file with the ans
s | REFER
Your code (mandatory
g SV
Found atypo? Suggestanew problem Take a tour
| rosalind_inil (2).txt T ﬁ CSIE.CertificationD...pdf |7 x




Judgments

You may see the

judgment results after
a while

If you don't get
admitted, just try again
later
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Installing Python
Problem 1 @ Bioinformatics Programming 2013 =~

—+—=F 8, 2012, 2242 am. by Rosalind Team Topics: Introductory Exercises, Programming

—
Why Python" click to expand
Problem o
3
After downloading and installing Python, type impert this into the Python command line and see what happens. Then, E
click the "Download dataset" button below and copy the Zen of Python into the space provided. L‘E
J
EEEE vou may make another attempt in 32 seconds
EEEETETIE You solved this problem (attempt #2).
Questions Solutions Explanation
# Begin Time Submit Time Result Dataset Submission Code
1 +H 6,2013,10:21 p.m. — Time out ® = =
2 +H7, 2013, 113 am. +H7,2013, 114 am. Correct ® ® ®

Found atypo? Suggestanew problem Take a tour
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Bioinformatics Programming 2013 solved 1 of 9

You've earned a XP
point

Print all problems | Announcements All classes

by Hsuan-Cheng Huang at National Yang-Ming University
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What's New
The first class is scheduled for Tuesday July 16th.
Num  Title XP Cost Due Date Questions Solutions
1 Installing Python 1 1 +H 17,2013 - [ ]
Variables and Some /17,2013 [ ]
2 . ) 0 1
Arithmetic
3 Strings and Lists 0 1 +H 17,2013 [ ]
Conditions and /17,2013 [ ] W
4 0 1
Loops
5 Working with Files 0 1 +H 17,2013 -
5] Dictionaries 0 1 /17,2013 [ ]
Counting DNA +H 18,2013 [ ]
7 . 0 1
Nucleotides
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